Supplementary
Tetramer EFGH Monomer F 1-27, 338-343, 348-353, 386-394, 406-414 508-512 Monomer G 1-28, 383-391, 404-411, 508-512 Monomer H
1-20, 509-512
Supplementary Figure S4 . Electron density maps around NAD + and REA in their respective binding sites. The Omit Fo-Fc map is shown in orange contoured at 2.5 standard deviations. The ligands NAD + and REA are shown as green and yellow sticks, respectively. The aminoacids defining the ligands pockets are represented as sticks. A) Electron density maps around NAD + and REA in complex with the monomer C in four different orientations spaced by a 90° rotation (0°, 90°, 180°, 270°). As the carboxyl terminal or REA_C is highly disordered the relative atoms -CH-C(CH3)-CH-COO-have been given zero occupancy in the coordinates file deposited with the protein Data Bank and are here reported in a conformation that is dictated by the stereo-chemical constrains given the preceding carbon-carbon double bond that is in the trans conformation being the ligand all-trans retinoic acid. B) Electron density maps around NAD + and REA in complex with the monomer D in four different orientations spaced by a 90° rotation (0°, 90°, 180°, 270°). The figure was prepared using the program PyMol [53].
